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SEQUENCE LISTING 

<110> Dellaporta, Stephen L. 
Moreno, Maria A. 
Yale University 

<120> Methods and Compositions to Reduce or Eliminate 
Transmission of a Transgene 

<130> 44574-5078-US 

<140> 
<141> 

<150> US 60/185,524 

<151> 2000-02-28 

<160> 16 

<170> Patentin Ver. 2.1 

<210> 1 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Description of Artificial Sequence: 5' PCR primer 
<400> 1 

aagctttggc catattgcag tcatcc 26 



<210> 2 
<211> 35 
<212> DNA • 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 5* PCR primer 
<400> 2 

aagcttgctc gagcagggat gaaagtagga tggga 35 



<210> 3 
<211> 4565 
<212> DNA 
<213> Zea mays 

<220> 

<22 3> Transposable element Ac 

<400> 3 

tagggatgaa aacggtcggt aacggtcggt aaaatacctc taccgttttc attttcatat 60 
ttaacttgcg ggacggaaac gaaaacggga tataccggta acgaaaacga acgggataaa 12 0 



1 



) 



tacggtaatc gaaaaccgat acgatccggt cgggttaaag tcgaaatcgg acgggaaccg 180 
gtatttttgt tcggtaaaat cacacatgaa aacatatatt caaaacttaa aaacaaatat 240 
aaaaaattgt aaacacaagt cttaattaaa catagataaa atccatataa atctggagca 3 00 
cacatagttt aatgtagcac ataagtgata agtcttgggc tcttggctaa cataagaagc 3 60 
catataagtc tactagcaca catgacacaa tataaagttt aaaacacata ttcataatca 42 0 
cttgctcaca tctggatcac ttagcatgca taaactatta caaccaaggc tcatctgtca 480 
acaaacataa gacacattgc tcatggagag gagccacttg ctacatcttc attattctta 540 
gaaaattcta ttgcgtcttc atcctgttaa tacacaaaaa taagtcagtt ttggataaat 600 
aaatacatat agaagaacat gaattgatat gcagggagta taaataaata catataggag 660 
aacatgaatc tgtgaactaa cacggctggg agctaggcag ctagcagcta gcgcctaaca 72 0 
gctgggagcc taacagctag cagctagcag ccaatcaaaa caaggcgaca aggcgcatgc 780 
agtgagatca aaaatctgtt aatgccagcc atgcagggag tataacacgg ctgggcagca 840 
aggcgcatgc atcaaaacaa ggcgacagca aacagcccat gcatcaaaac agtagtgaat 900 
aatagcaaat taatagccca tgcacgaagt aaataataat ctttaaatac ctcatccata 960 
tgattctcat gatttgttgc agcagcaata acagagtcta gcacctcgag atcaccaatc 1020 
attgttggaa aatatgtagc accttgaatg acacaaatat gcatcaatat aagtaaaata 1080 
attgttgaat aactataaat" tggaacttca ttataacata tatgcattca ccttttctag 1140 
atgctgctac ccaatctttt gtgcatatca aagcttcaac aatctccgaa ccaagacgat 1200 
tgcggtaagg atcaacaaca cgaccaccag cactgaacgc agactcagaa gcaacagttg 1260 
acacttgtat tgctagcaca tcccttgcaa tttgggtgag aataggatat tctgcaaccc 1320 
ttcccctcca ccatgataaa atatcaaact gaccactatg cttcaaaagg ggttcagaca 1380 
tatatttatc caattcattt gactctactt gatcataatc cttcaactca tgcaaatagt 1440 
tttgaaattc atcatcttca ttttccatca aggtatcatc catactatca ttagtagttg 1500 
tctttgtctt tggagctgaa ggactacaac tagaatagaa ttgatacaat tttctaatga 15 60 
ccctaacaaa gtcatctaca tgaactttgt atgaatcacc atgaaatttt ttcatataga 162 0 
actcaatcaa tattttcttg tacctagggt caaggaagca tgctacagct agtgcaatat 1680 
tagacacttt ccaatatttc tpaaactttt cactcattgc aacggccatt ctcctaatga 1740 
caaatttttc atgaacacac cattggtcaa tcaaatcctt tatctcacag aaacctttgt 1800 
aaaataaatt tgcagtggaa tattgagtac cagataggag ttcagtgaga tcaaaaaact 1860 
tcttcaaaca cttaaaaaga gttaatgcca tcttccactc ctcggcttta ggacaaattg 1920 
catcgtacct acaataattg acatttgatt aattgagaat ttataatgat gacatgtaca 1980 
acaattgaga caaacatacc tgcgaggatc acttgtttta agccttatta gtgcaggctt 2 04 0 
ataatataag gcatccctca acatcaaata ggttgaattc catctagttg agacatcata 2100 
tgagatccct ttagatttat ccaagtcaca ttcactagca cacttcatta gttcttccca 2160 
ctgcaaagga gaagatttta cagcaagaac aatcgctttg attttctcaa ttgttcctgc 222 0 
aattacagcc aagccatcct ttgcaaccaa gttcagtatg tgacaagcac acctcacatg 22 8 0 
aaagaaagca ccatcacaaa ctagatttga atcagtgtcc tgcaaatcct caattatatc 2 34 0 
gtgcacagct acttcatttg cactagcatt atccaaagac aaggcaaaca attttttctc 2400 
aatgttccac ttaaccatga ttgcagtgaa ggtttgtgat aacctttggc cagtgtggcg 2460 
cccttcaac^* tgaaaaaagc caacaattct tttttggaga caccaatcat catcaatcca 2520 
atggatggtg acacacatgt atgacttatt ttgacaagat gtccacatat ccatagttgt 2580 
actgaagcga gactgaacat cttttagttt tccatacaac ttttcttttt cttccaaata 2640 
caaatccatg atatattttc tagcagtgac acgggacttt attggaaagt gagggcgcag 2700 
agacttaaca aactcaacaa agtactcatg ttctacaata ttgaaaggat attcatgcat 2760 
gattattgcc aaatgaagct tctttaggct aaccacttca tcgtacttat aaggctcaat 2820 
gagatttatg tctttgccat gatccttttc actttttaga cacaactgac ctttaactaa 2880 
actatgtgat gttctcaagt gatttcgaaa tccgcttgtt ccatgatgac cctcagccct 2 94 0 
atacttagcc ttgcaattag gaaagttgca atgtccccat acctgaacgt atttctttcc 3000 
atcgacctcc acttcaattt ccttcttggt gaaatgctgc catacatccg atgtgcactt 3060 
ctttgccctc ttctgtggtg cttcttcttc gggttcaggt tgtggctgtg gttgtggttc 3120 
. tggttgtggt tgtggttgtg gttgtggttc atgaacaata gccatatcat cttgactcgg 3180 
atctgtagct gtaccatttg cattactact gcttacactc tgaataaaat gcctctcggc 3240 
ctcagctgtt gatgatgatg gtgatgtgcg gccacatcca tgcccacgcg cacgtgcacg 3300 
tacattctga atccgactag aagaggcttc agcttttctt ttcaaccctg ttataaacag 3360 
atttttcgta ttattctaca gtcaatatga tgcttcccaa tctacaacca attagtaatg 3420 
ctaatgctat tgctactgtt tttctaatat ataccttgag catatgcaga gaatacggaa 34 80 



2 



tttgttttgc gagtagaagg cgctcttgtg gtagacatca acttggccaa tcttatggct 3540 
gagcctgagg gaggattatt tccaaccgga ggcgtcatct gaggaatgga gtcgtagccg 3600 
gctagccgaa gtggagagca gagccctgga cagcaggtgt tcagcaatca gcttggtgct 3660 
gtactgctgt gacttgtgag cacctggacg gctggacagc aatcagcagg tgttgcagag 3720 
cccctggaca gcacacaaat gacacaacag cttggtgcaa tggtgctgac gtgctgtact 3780 
gctaagtgct gtgagcctgt gagcagccgt ggagacaggg agaccgcgga tggccggatg 3 84 0 
ggcgagcgcc gagcagtgga ggtctggagg accgctgacc gcagatggcg gatggcggat 3900 
gggcggaccg cggatgggcg agcagtggag tggaggtctg ggcggatggg cggaccgcgg 3 960 
cgcggatggg cgagtcgcga gcagtggagt ggagggcgga ccgtggatgg cggcgtctgc 402 0 
gtccggcgtg ccgcgtcacg gccgtcaccg cgtgtggtgc ctggtgcagc ccagcggccg 4080 
gccggctggg agacagggag agtcggagag agcaggcgag agcgagacgc gtcgccggcg 414 0 
tcggcgtgcg gctggcggcg tccggactcc ggcgtgggcg cgtggcggcg tgtgaatgtg 4200 
tgatgctgtt actcgtgtgg tgcctggccg cctgggagag aggcagagca gcgttcgcta 4260 
ggtatttctt acatgggctg ggcctcagtg gttatggatg ggagttggag ctggccatat 4320 
tgcagtcatc ccgaattaga aaatacggta acgaaacggg atcatcccga ttaaaaacgg 4380 
gatcccggtg aaacggtcgg gaaactagct ctaccgtttc cgtttccgtt taccgttttg 4440 
tatatcccgt ttccgttccg ttttcgtttt ttacctcggg ttcgaaatcg atcgggataa 4500 
aactaacaaa atcggttata cgataacggt cggtacggga ttttcccatc ctactttcat 4560 
ccctg 45g5 



<210> 4 
<211> 36 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 3' PGR primer 
<400> 4 

gaattccctc gagtagggat gaaaacggtc ggtaac 36 



<210> 5 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 3' PGR primer 
<400> 5 

gaattcgaat atatgttttc atgtgtgat 29 

<210> 6 
<211> 615 
<212> DNA 

<213> Streptomyces hygroscopicus 

<220> 

<223> bar gene for phosphinothricin acetyl transferase 
<400> 6 

gaattcgagc tcggtacccg gggatctacc atgagcccag aacgacgccc ggccgacatc 60 
cgccgtgcca ccgaggcgga catgccggcg gtctgcacca tcgtcaacca ctacatcgag 12 0 
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acaagcacgg tcaacttccg taccgagccg caggaaccgc aggagtggac ggacgacctc 18 0 
gtccgtctgc gggagcgcta tccctggctc gtcgccgagg tggacggcga ggtcgccggc 240 
atcgcctacg cgggcccctg gaaggcacgc aacgcctacg actggacggc cgagtcgacc 300 
gtgtacgtct ccccccgcca ccagcggacg ggactgggct ccacgctcta cacccacctg 3 60 
ctgaagtccc tggaggcaca gggcttcaag agcgtggtcg ctgtcatcgg gctgcccaac 420 
gacccgagcg tgcgcatgca cgaggcgctc ggatatgccc cccgcggcat gctgcgggcg 480 
gccggcttca agcacgggaa ctggcatgac gtgggtttct ggcagctgga cttcagcctg 540 
ccggtaccgc cccgtccggt cctgcccgtc accgagatct gatgacccgg gggatccctg 600 
caggcatgca agctt 615 



<210> 7 
<211> 831 
<212> DNA 

<213> Agrobacterium tumefaciens 
<220> 

<:2 21> polyA^signal 
<222> (514) . . (813). 



<400> 7 

cgagcatttt 

ccccgaaatc 

ttgtcttaca 

gacctagact 

acaggagagg 

tcacagcgga 

accataaagc 

tttcaaagca 

aatcgcccat 

atcaatttat 

ctgatataat 

tttgcttgga 

tttcaagata 

tttcaaatac 



atggattttc 
atcgccagag 
caaacacacc 
gggcatgcga 
taatccaaac 
ttcatgacac 
cagctgagat 
actatttcct 
ttctgtaccc 
gtattacaca 
cagttattga 
ctataatacc 
tcattcttta 
atgtaaaatt 



ttcagatgag 
gtcgtcccag 
tcacatcatg 
agagtttatc 
aaacaatggg 
acacctcaaa 
gaaggcgcaa 
gtgcgtttca 
catagtagcc 
taatatcgca 
aatatttctg 
tgacttgtta 
caagtatacg 
atgaaatggg 



actagttcaa 
cccggcatct 
aatttcgcag 
aaaacttatg 
ctgctgtatt 
tttaaggaga 
caaagtgatt 
aatccagaga 
catggatcga 
ctcagtcttt 
aatttaaact 
ttttatcaat 
tgtttaaatt 
agtggtggcg 



gcttgaaaat 
atatatagcg 
atactccctt 
gtgcatctcc 
tgtatggcaa 
aggaagaatt 
taacttatta 
aaggctttct 
tgagctaagc 
catctacggc 
tgcatcaata 
aaatatttaa 
gaataccata 
accgagctca 



taagcccccc 
ccaatatagt 
ggcctccctc 
acaattggaa 
aggttcactc 
atccttcact 
tgtcgccatt 
gagatgccat 
tagctatatc 
aatgtaccag 
aatttatgtt 
actatatttc 
aatttttatt 
a 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

831 



<210> 8 
<211> 1287 
<212> PNA-. 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Construct- 
TA2 9 ibarnase : A. tumefaciens poly-A site 



<400> 8 

atctagctaa 

agggacaatt 

tatatacatc 

aaattaaatc 

tagaataaac 

tgagacaaaa 

atgaaacctt 

caacaaaagt 

gtgcaagtgt 



gtataactgg 
gacttgtcac 
ctactcgaat 
agtttttgaa 
atcttctcta 
ttttggtact 
aatgttaccc 
tagttttgca 
aacagtacaa 



ataatttgca 
tttatgaaag 
taaagcgaca 
tcaagctaaa 
gcacagcttc 
ttttcctcac 
tcagattagc 
agttgttgtg 
catcatcact 



ttaacagatt 
atgattcaaa 
taggctcgaa 
agcagacttg 
ataatgtaat 
actaagtcca 
ctgctactcc 
tatgtcttgt 
caaatcaaag 



gaatatagtg 
catgattttt 
gtatgcacat 
cataaggtgg 
ttccataact 
tgtttgcaac 
ccattttcct 
gctctatata 
tttttactta 



ccaaacaaga 60 
tatgtactaa 120 
ttagcaatgt 180 
gtggctggac 24 0 
gaaatcaggg 3 00 
aaattaatac 360 
cgaaatgctc 42 0 
tgcccttgtg 480 
aagaaattag 54 0 



4 
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) 



ctaccatggt 
ataalgctacc 
caaaagggaa 
acagggaagg 
atacatcagg 
aaacaacgga 
cggaggccgt 
tcggtcaatt 
ggcaataaag 
ttctgttgaa 
gatgggtttt 
tatagcgcgc 
aagatccccg 



accggttatc 
tgataattac 
ccttgcagac 
caaactcccg 
cttcagaaat 
ccattatcag 
ttttttcagc 
tcactttccg 
tttcttaaga 
ttacgttaag 
tatgattaga 
aaactaggat 
ggtaccgagc 



aacacgtttg 
attacaaaat 
gtcgctccgg 
ggcaaaagcg 
tcagaccgga 
acctttacaa 
tttacataaa 
gnnnnctcta 
ttgaatcctg 
catgtaataa 
gtcccgcaat 
aaattatcgc 
tcgaatt 



acggggttgc 
cagaagcaca 
ggaaaagcat 
gacgaacatg 
ttctttactc 
aaatcagata 
gtgtgtaata 
gaggatccga 
ttgccggtct 
ttaacatgta 
tatacattta 
gcgcggtgtc 



ggattatctt 
agccctcggc 
cggcggagac 
gcgtgaagcg 
aagcgactgg 
acgaaaaaaa 
aatttttctt 
agcagatcgt 
tgcgatgatt 
atgcatgacg 
atacgcgata 
atctatgtta 



cagacatatc 
tgggtggcat 
atcttctcaa 
gatattaact 
ctgatttaca 
cggcttcctg 
caaactctga 
tcaaacattt 
atcatataat 
ttatttatga 
gaaaacaaaa 
ctagatcggg 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1287 



<210> 9 
<211> 1303 
<212> DNA 

<213> Oryza sativa 
<220> 

<223> Pollen-specific gene 
<400> 9 

ccgggccatg gcatccttta gaatggagga atttaagtga aattgagcta aactatgtga 60 
acatcctatg aagttactgc attcaaggcg cccaacatga aatctattca ggttcccaag 120 
ttgtgggctt ccgtaacgtc aaaattcgac agatttctgg ctggctaaaa cacccacaac 180 
ggcaataata gcctcgctcg tcaaaacatt cacccatttt tagcttggtc atcatcaaaa 240 
gtaggatcaa atcaacaatc tgccttctct tcagccactc gatcccaacg gcatctccaa 3 00 
cgattcctac ttgaaggaca gccatggaaa tcctccaggt tccccaggtt acttatacca 360 
cagctcgaat ccgttccaaa ccaggccatt tcagtaccct cctctcacat tttccccaaa 420 
taataataga ggaaggggaa aaacacattt gcagccacat catccatggc ctctctccgc 480 
accattccgg tgatcttcgg catcctcttc tatgtccttg ccagcactgc cactgccacc 540 
gacgcaccag actacgtcgt ccaaggccgt gtctactgtg acacgtgccg cgccgagttc 600 
gagaccaatg tcaccgagta tatcaagggt aaggaaattc ttttttgggt caggagtctg 660 
caatgaaaat gctgaaatga ataacctccg atatatgagc agcagaactt aggaagacca 720 
aagaactgca gagtttgtgc atcaatttgt aaacatgaaa cgctaacctg gttagaagtc 780 
cagcattggc tcacctgatc tcttgattgc aggtgccaag gtcaggctgg agtgcaagca 840 
ctttggcacc gacaaggtcg agcgtgcgat tgacggtgtg actgatgaga ccgggacata 90 0 
caagattgag. ctcaaggaca gccatgagga ggacatctgc gaggttgtcc tcgtccacag 960 
cccccttgca aactgctctg aaatcgaggc cgaaagggat cgtgcccgtg ttttgctcac 102 0 
caggaatgtc ggcatctgtg acaacctgcg cttagccaac ccactcggct acctcaagga 1080 
ctaccactgc ccgtctgcgg cgctgctcaa gcagttcgac ctggctgatg atgataacga 114 0 
gtaatgcgat gatcgtcatg gaacctccgg agaggctgca ttaattataa atcagttaga 1200 
ggcttgcaaa atagcatgga tctatctgaa aggcagaact aagcatatgt caaaacatga 1260 
aatgtacact catcactaag tactcacatg tgactacctg agg 1303 



<210> 10 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 5' PGR primer 



5 



<400> 10 

acccatgtga gtttctttct tctccat - 27 



<210> 11 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 5' PGR primer 

<400> 11 

ttataggaaa attccagcag ctcagcat 2 8 



<210> 12 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 5' PGR primer 
<400> 12 

gaattccggg ccatggcatc ctttag 2 6 

<210> 13 
<211> 24 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Description of Artificial Sequence: 5' PGR primer 
<400> 13 

ccatggatga tgtggctgca aatg 24 

<210> 14 
<211> 6741 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Cloning 
vector PPZP200 for plant transformation 

<400> 14 

agtactttga tccaacccct ccgctgctat agtgcagtcg gcttctgacg ttcagtgcag 60 

ccgtcttctg aaaacgacat gtcgcacaag tcctaagtta cgcgacaggc tgccgccctg 120 

cccttttcct ggcgttttct tgtcgcgtgt tttagtcgca taaagtagaa tacttgcgac 180 

tagaaccgga gacattacgc catgaacaag agcgccgccg ctggcctgct gggctatgcc 240 

cgcgtcagca ccgacgacca ggacttgacc aaccaacggg ccgaactgca cgcggccggc 300 

tgcaccaagc tgttttccga gaagatcacc ggcaccaggc gcgaccgccc ggagctggcc 3 60 



6 



aggatgcttg accacctacg ccctggcgac 
gcccgcagca cccgcgacct actggacatt 
ctgcgtagcc tggcagagcc gtgggccgac 
accgtgttcg ccggcattgc cgagttcgag 
9ggcgcgagg ccgccaaggc ccgaggcgtg 
gcacagatcg cgcacgcccg cgagctgatc 
gctgcactgc ttggcgtgca tcgctcgacc 
gtgacgccca ccgaggccag gcggcgcggt 
gacgccctgg cggccgccga gaatgaacgc 
acggccagga cgaaccgttt ttcattaccg 
ggtacgtgtt cgagccgccc gcgcacgtct 
gtttgtctga tgccaagctg gcggcctggc 
gccgccgtct aaaaaggtga tgtgtatttg 
cgtatatgat gcgatgagta aataaacaaa 
tgtacttaac cagaaaggcg ggtcaggcaa 
cctgcaactc gccggggccg atgttctgtt 
cgattgggcg gccgtgcggg aagatcaacc 
gattgaccgc gacgtgaagg ccatcggccg 
ccaggcggcg gacttggctg tgtccgcgat 
gcagccaagc ccttacgaca tatgggccac 
cattgaggtc acggatggaa ggctacaagc 
cacgcgcatc ggcggtgagg ttgccgaggc 
gtcccgtatc acgcagcgcg tgagctaccc 
tgaatcagaa cccgagggcg acgctgcccg 
atcaaaactc atttgagtta atgaggtaaa 
agtgccggcc gtccgagcgc acgcagcagc 
acgccagcca tgaagcgggt caactttcag 
atgtacgcgg tacgccaagg caagaccatt 
ctaccagagt aaatgagcaa atgaataaat 
cggcatggaa aatcaagaac aaccaggcac 
aacgggcggt tggccaggcg taagcggctg 
aacccccaag cccgaggaat cggcgtgacg 
gcgcggcgct gggtgatgac ctggtggaga 
aacgcatcga ggcagaagca cgccccggtg 
gcaaagaatc ccggcaaccg ccggcagccg 
gcgacgagca accagatttt ttcgttccga 
gcagcatcat ggacgtggcc gttttccgtc 
tgatccgcta cgagcttcca gacgggcacg 
ccagtgtgtg ggattacgac ctggtactga 
accgataccg.- ggaagggaag ggagacaagc 
acgtactcaa gttctgccgg cgagccgatg 
cctgcattcg gttaaacacc acgcacgttg 
gccgcctggt gacggtatcc gagggtgaag 
gcgaaaccgg gcggccggag tacatcgaga 
tcacagaagg caagaacccg gacgtgctga 
ccggcatcgg ccgttttctc taccgcctgg 
gatggttgtt caagacgatc tacgaacgca 
gtttcaccgt gcgcaagctg atcgggtcaa 
aggcggggca ggctggcccg atcctagtca 
catccgccgg ttcctaatgt acggagcaga 
aaggtcgaaa aggtctcttt cctgtggata 
ttgggaaccg gaacccgtac attgggaacc 
tgtaagtgac tgatataaaa gagaaaaaag 
ttattaaaac tcttaaaacc cgcctggcct 
aagagctgca aaaagcgcct acccttcggt 
gtcggcctat cgcggccgct ggccgctcaa 



gttgtgacag tgaccaggct agaccgcctg 42 0 
gccgagcgca tccaggaggc cggcgcgggc 480 
accaccacgc cggccggccg catggtgttg 540 
cgttccctaa tcatcgaccg cacccggagc 600 
aagtttggcc cccgccctac cctcaccccg 660 
gaccaggaag gccgcaccgt gaaagaggcg 720 
ctgtaccgcg cacttgagcg cagcgaggaa 7 80 
gccttccgtg aggacgcatt gaccgaggcc 840 
caagaggaac aagcatgaaa ccgcaccagg 900 
aagagatcga ggcggagatg atcgcggccg 960 
caaccgtgcg gctgcatgaa atcctggccg 1020 
cggccagctt ggccgctgaa gaaaccgagc 1080 
agtaaaacag cttgcgtcat gcggtcgctg 1140 
tacgcaaggg gaacgcatga aggttatcgc 1200 
gacgaccatc gcaacccatc tagcccgcgc 1260 
agtcgattcc gatccccagg gcagtgcccg 1320 
gctaaccgtt gtcggcatcg accgcccgac 1380 
gcgcgacttc gtagtgatcg acggagcgcc 144 0 
caaggcagcc gacttcgtgc tgattccggt 1500 
cgccgacctg gtggagctgg ttaagcagcg 1560 
ggcctttgtc gtgtcgcggg cgatcaaagg 1620 
gctggccggg tacgagctgc ccattcttga 1680 
aggcactgcc gccgccggca caaccgttct 1740 
cgaggtccag gcgctggccg ctgaaattaa 1800 
gagaaaatga gcaaaagcac aaacacgcta 1860 
aaggctgcaa cgttggccag cctggcagac 192 0 
ttgccggcgg aggatcacac caagctgaag 1980 
accgagctgc tatctgaata catcgcgcag 2040 
gagtagatga attttagcgg ctaaaggagg 2100 
cgacgccgtg gaatgcccca tgtgtggagg 2160 
ggttgtctgc cggccctgca atggcactgg 2220 
gtcgcaaacc atccggcccg gtacaaatcg 22 80 
^gttgaaggc cgcgcaggcc gcccagcggc 2340 
aatcgtggca agcggccgct gatcgaatcc 2400 
gtgcgccgtc gattaggaag ccgcccaagg 2460 
tgctctatga cgtgggcacc cgcgatagtc 2520 
tgtcgaagcg tgaccgacga gctggcgagg 2580 
tagaggtttc cgcagggccg gccggcatgg 2 64 0 
tggcggtttc ccatctaacc gaatccatga 2700 
ccggccgcgt gttccgtcca cacgttgcgg 2760 
gcggaaagca gaaagacgac ctggtagaaa 2 82 0 
ccatgcagcg tacgaagaag gccaagaacg 2880 
ccttgattag ccgctacaag atcgtaaaga 2940 
tcgagctagc tgattggatg taccgcgaga 3 000 
cggttcaccc cgattacttt ttgatcgatc 3060 
cacgccgcgc cgcaggcaag gcagaagcca 312 0 
gtggcagcgc cggagagttc aagaagttct 3180 
atgacctgcc ggagtacgat ttgaaggagg 324 0 
tgcgctaccg caacctgatc gagggcgaag 3300 
tgctag'ggca aattgcccta gcaggggaaa 3 3 60 
gcacgtacat tgggaaccca aagccgtaca 3420 
caaagccgta cattgggaac cggtcacaca 34 8 0 
gcgatttttc cgcctaaaac tctttaaaac 3540 
gtgcataact gtctggccag cgcacagccg 3600 
cgctgcgctc cctacgcccc gccgcttcgc 3660 
aaatggctgg cctacggcca ggcaatctac 3720 



cagggcgcgg 

tgcctcgcgc 

gtcacagctt 

ggtgttggcg 

actggcttaa 

aaataccgca 

tcactgactc 

cggtaatacg 

gccagcaaaa 

gcccccctga 

gactataaag 

ccctgccgct 

atagctcacg 

tgcacgaacc 

ccaacccggt 

gagcgaggta 

ctagaaggac 

ttggtagctc 

agcagcagat 

ggtctgacgc 

ctcccaattt 

gatagtttgg 

cgaiagcggcg 

atctcgcctt 

tcttcttctt 

ggcaggcgct 

gcgctgtacc 

ggcggcgagt 

accggatcaa 

tttgtcagca 

atgtcattgc 

atgatgtcgt 

ggggaagccg 

cttacggtca 

gcggagccgt 

actacctctg 

tttgttttag 

cgacccacgg 

aaacatgtca 

ggtcaaggtfe.- 

accgaacgag 

tgtcatcgtt 

gcttagttgc 

cggctctccc 

tgccgagctg 

acaaattgac 

acgccgaatt 

caagcttagc 

gtttgacagg 

atatttaaaa 

cagggttccc 



acaagccgcg 
gtttcggtga 
gtctgtaagc 
ggtgtcgggg 
ctatgcggca 
cagatgcgta 
gctgcgctcg 
gttatccaca 
ggccaggaac 
cgagcatcac 
ataccaggcg 
taccggatac 
ctgtaggtat 
ccccgttcag 
aagacacgac 
tgtaggcggt 
agtatttggt 
ttgatccggc 
tacgcgcaga 
tcagtggaac 
gtgtagggct 
ctgtgagcaa 
tcggcttgaa 
tcacgtagtg 
gtccaagata 
ccattgccca 
aaatgcggga 
tccatagcgt 
agagttcctc 
agatagccag 
gctgccattc 
cgtgcacaac 
aagtttccaa 
ccgtaaccag 
acaaatgtac 
atagttgagt 
ggcgactgcc 
cgtaacgcgc 
taacaagaag 
ctggaccagt 
gcttatgtcc 
acaatcaaca 
cgttcttccg 
gctgacgccg 
ccggtcgggg 
gcttagacaa 
gaattcgagc 
ttgagcttgg 
atatattggc 
gggcgtgaaa 
ctcgggatca 



ccgtcgccac 
tgacggtgaa 
ggatgccggg 
cgcagccatg 
tcagagcaga 
aggagaaaat 
gtcgttcggc 
gaatcagggg 
cgtaaaaagg 
aaaaatcgac 
tttccccctg 
ctgtccgcct 
ctcagttcgg 
cccgaccgct 
ttatcgccac 
gctacagagt 
atctgcgctc 
aaacaaacca 
aaaaaaggat 
gaaaactcac 
tattatgcac 
ttatgtgctt 
cgaatttcta 
gacaaattct 
agcctgtcta 
gtcggcagcg 
caacgtaagc 
taaggtttca 
cgccgctgga 
atcaatgtcg 
tccaaattgc 
aatggtgact 
aaggtcgttg 
caaatcaata 
ggccagcaac 
cgatacttcg 
ctgctgcgta 
ttgctgcttg 
ccatgaaaac 
tgcgtgacgg 
actgggttcg 
tgctaccctc 
aatagcatcg 
tcccggactg 
agctgttggc 
cttaataaca 
tcggtacccg 
atcagattgt 
gggtaaacct 
aggtttatcc 



tcgaccgccg 
aacctctgac 
agcagacaag 
acccagtcac 
ttgtactgag 
accgcatcag 
tgcggcgagc 
ataacgcagg 
ccgcgttgct 
gctcaagtca 
gaagctccct 
ttctcccttc 
tgtaggtcgt 
gcgccttatc 
tggcagcagc 
tcttgaagtg 
tgctgaagcc 
ccgctggtag 
ctcaagaaga 
gttaagggat 
gcttaaaaat 
agtgcatcta 
gctagacatt 
tccaactgat 
gcttcaagta 
acatccttcg 
actacatttc 
tttagcgcct 
cctaccaagg 
atcgtggctg 
agttcgcgct 
tctacagcgc 
atcaaagctc 
tcactgtgtg 
gtcggttcga 
gcgatcaccg 
acatcgttgc 
gatgcccgag 
cgccactgcg 
cagttacgct 
tgcccgaatt 
cgcgagatca 
gtaacatgag 
citgggctgcc 
tggctggtgg 
cattgcggac 
gggatcctct 
cgtttcccgc 
aagagaaaag 
gttcgtccat 



gcgcccacat 
acatgcagct 
cccgtcaggg 
gtagcgatag 
agtgcaccat 
gcgctcttcc 
ggtatcagct 
aaagaacatg 
ggcgtttttc 
gaggtggcga 
cgtgcgctct 
gggaagcgtg 
tcgctccaag 
cggtaactat 
cactggtaac 
gtggcctaac 
agttaccttc 
cggtggtttt 
tcctttgatc 
tttggtcatg 
aataaaagca 
atcgcttgag 
atttgccgac 
ctgcgcgcga 
tgacgggctg 
gcgcgatttt 
gctcatcgcc 
caaatagatc 
caacgctatg 
gctcgaagat 
tagctggata 
ggagaatctc 
gccgcgttgt 
gcttcaggcc 
gatggcgctc 
cttcccccat 
tgctccataa 
gcatagactg 
ccgttaccac 
acttgcatta 
gatcacaggc 
tccgtgtttc 
caaagtctgc 
tgtatcgagt 
caggatatat 
gtttttaatg 
agagtcgacc 
cttcagttta 
agcgtttatt 
ttgtatgtgc 



caaggcaccc 
cccggagacg 
cgcgtcagcg 
cggagtgtat 
atgcggtgtg 
gcttcctcgc 
cactcaaagg 
tgagcaaaag 
cataggctcc 
aacccgacag 
cctgttccga 
gcgctttctc 
ctgggctgtg 
cgtcttgagt 
aggattagca 
tacggctaca 
ggaaaaagag 
tttgtttgca 
ttttctacgg 
catgatatat 
gacttgacct 
ttaacgccgg 
taccttggtg 
ggccaagcga 
atactgggcc 
gccggttact 
agcccagtcg 
ctgttcagga 
ttctcttgct 
acctgcaaga 
acgccacgga 
gctctctcca 
ttcatcaagc 
gccatccact 
gatgacgcca 
gatgtttaac 
catcaaacat 
taccccaaaa 
cgctgcgttc 
cagcttacga 
agcaacgctc 
aaacccggca 
cgccttacaa 
ggtgattttg 
tgtggtgtaa 
tactgaatta 
tgcaggcatg 
aactatcagt 
agaataacgg 
atgccaacca 



3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6741 



<210> 15 
<211> 1246 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Construct- 
AT5 9 rBarnase :Nos GST 



<400> 15 

ctgcagggga tttttttaat tacttgtatg ataattattt tcaatagacc tagagacttg 60 
atatatacta cgtttaataa tcatatgtag tatgtatgat taattaagta aatacaaaaa 120 
tagttacctc aagttttaaa ggtgctattg ggtaattatc tcagtaaaaa taatattaga 180 
tcaaggcaaa aataactgaa aatatccaga aaagaaggat taaacaaagg catccaaaat 240 
ctataattgg gttttttgga gaaatgacca tagagattta aatcaatggt tgtctaatct 3 00 
atgttaattc tcaatcctct attgactctt ctcatctcct tttctctctc cccagttcct 360 
ggttattaaa gcaatcaggt gattcaaatc tttaatcttt taatcccggc aggcctatct 420 
gaaacaacaa cctccgtttg aggttttgcc gggaaaatat aaagttcaca ggctttggtc 480 
tctgcatttg caatatattt accatggtac cggttatcaa cacgtttgac ggggttgcgg 540 
attatcttca gacatatcat aagctacctg ataattacat tacaaaatca gaagcacaag 600 
ccctcggctg ggtggcatca aaagggaacc ttgcagacgt cgctccgggg aaaagcatcg 660 
gcggagacat cttctcaaac agggaaggca aactcccggg caaaagcgga cgaacatggc 72 0 
gtgaagcgga tattaactat acatcaggct tcagaaattc agaccggatt ctttactcaa 780 
gcgactggct gatttacaaa acaacggacc attatcagac ctttacaaaa atcagataac 840 
gaaaaaaacg gcttcctgcg gaggccgttt ttttcagctt tacataaagt gtgtaataaa 900 
tttttcttca aactctgatc ggtcaatttc actttccggn nnnctctaga ggatccgaag 960 
cagatcgttc aaacatttgg caataaagtt tcttaagatt gaatcctgtt gccggtcttg 1020 
cgatgattat catataattt ctgttgaatt acgttaagca tgtaataatt aacatgtaat 1080 
gcatgacgtt atttatgaga tgggttttta tgattagagt cccgcaatta tacatttaat 1140 
acgcgataga aaacaaaata tagcgcgcaa actaggataa attatcgcgc gcggtgtcat 1200 
ctatgttact agatcgggaa gatccccggg taccgagctc gaattc 1246 



<210> 16 
<211> 1213 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Construct- 
OsPSP:Barnase:Nos GST 

<400> 16 

gaattccggg ccatggcatc 
tgtgaacatc ctatgaagtt 
ccaagttgtg ggcttccgta 
acaacggcaa taatagcctc 
caaaagtagg atcaaatcaa 
tccaacgatt cctacttgaa 
taccacagct cgaatccgtt 
ccaaataata atagaggaag 
ttatcaacac gtttgacggg 
attacattac aaaatcagaa 
cagacgtcgc tccggggaaa 
tcccgggcaa aagcggacga 
gaaattcaga ccggattctt 
atcagacctt tacaaaaatc 
tcagctttac ataaagtgtg 
ttccggnnnn ctctagagga 



ctttagaatg 
actgcattca 
acgtcaaaat 
gctcgtcaaa 
caatctgcct 
ggacagccat 
ccaaaccagg 
gggaaaaaca 
gttgcggatt 
gcacaagccc 
agcatcggcg 
acatggcgtg 
tactcaagcg 
agataacgaa 
taataaattt 
tccgaagcag 



gaggaattta 
aggcgcccaa 
tcgacagatt 
acattcaccc 
tctcttcagc 
ggaaatcctc 
ccatttcagt 
catttgcagc 
atcttcagac 
tcggctgggt 
gagacatctt 
aagcggatat 
actggctgat 
aaaaacggct 
ttcttcaaac 
atcgttcaaa 



agtgaaattg 
catgaaatct 
tctggctggc 
atttttagct 
cactcgatcc 
caggttcccc 
accctcctct 
cacatcatcc 
atatcataag 
ggcatcaaaa 
ctcaaacagg 
taactataca 
ttacaaaaca 
tcctgcggag 
tctgatcggt 
catttggcaa 



agctaaacta 
attcaggttc 
taaaacaccc 
tggtcatcat 
caacggcatc 
aggttactta 
cacattttcc 
atggtaccgg 
ctacctgata 
gggaaccttg 
gaaggcaaac 
tcaggcttca 
acggaccatt 
gccgtttttt 
caatttcact 
taaagtttct 



60 

120 

180 

240 

300 

36 0 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 



taagattgaa tcctgttgcc ggtcttgcga 
ttaagcatgt aataattaac atgtaatgca 
ttagagtccc gcaattatac atttaatacg 
aggataaatt atcgcgcgcg gtgtcatcta 
cgagctcgaa ttc 



tgattatcat ataatttctg ttgaattacg 1020 
tgacgttatt tatgagatgg gtttttatga 1080 
cgatagaaaa caaaatatag cgcgcaaact 1140 
tgttactaga tcgggaagat ccccgggtac 12 00 

1213 
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